Yeast ORFan Gene Project: Module 4 Worksheet

Multiple Sequence Alignment

T-COFFEE

T-COFFEE Alignment Notes:






WEBLOGO

Logo:


Logo Notes – Comment on any sequences that are very well conserved or very poorly conserved.  You don’t need to describe this for each individual position but note any broad regions or individual amino acid residues that appear to be of particular significance, and indicate where these are located by specific position numbers (shown below each line of the logo) or by describing them in general terms (e.g. “the N‑terminal third of the sequence”).  







Is there anything new that you can see from the logo that you didn't notice in the original text-based alignment?


















Homology

Does your gene have comparative info for specifies other than S. cerevisiae?
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If so, which model organisms?  Click on the icon and give a brief summary of the function in each organism:
